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Risk Pathway: Cattle/Buffalo movement
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Genotyping of FMDVs 2015-2017
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Phylogenetic analysis
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Phylogenetic analysis
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Vaccine Matching (2015 - 2017)
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Risk analysis on incursion of exotic
FMD viruses into Southeast Asia
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The risk of further incursions of exotic FMDVs into SEA

is not a matter of “if” but rather of “when” !
Report available online: http://www.rr-asia.oie.int/fileadmin/FMDbook-v5.pdf



http://www.rr-asia.oie.int/fileadmin/FMDbook-v5.pdf

Conclusions

e Does it represent the whole picture of the regional FMD
situation? -> More enhanced surveillance in member
countries is highly desirable;

e Multiple incursions of exotic FMIDVs have been detected ->
Regional FMD situation is very dynamic -> timely
characterization of FMDVs and information sharing is
urgently needed;

e Risk mitigation measures to be implemented on the regional
and national levels to control further risks of introduction
and spread of exotic viruses.
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Risk Pathway: Cattle/Buffalo movement
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